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Newick Format with Comments
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Tree Viewers

Viewer Citations Nodes Branches Default Correct?

Archaeopteryx 268 x x nodes x

ATV 288 x branches x

Dendroscope 1,348 x x* dialog* x*

ETE (GUI) 238 x x branches x

EvolView 105 x branches

FigTree 2,362 x x both

iTOL 1,879 x x input dependent x

PhyloWidget 113 x nodes

TreeView 10,570 x branches x

T-REX 285 x branches (x)

Total 17,446



Bioinformatics Toolkits

Toolkit Citations Nodes Branches Default Correct?

APE 3,915 x x* nodes x*

BioPerl 1,410 x x nodes x

BioPython 797 x nodes

Dendropy 525 x x* nodes (x)

ETE (API) 238 x x branches x

Geneious 1,689 x (x) nodes

Mega 69,134 x branches x

Mesquite 5,616 x x nodes x

Newick Utilities 31 x x* nodes x*

Pycogent/scikit-bio 148 x branches x

Total 83,275
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… but is that all?
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Newick is hopelessly overburdened!

● PhyloXML?

● Need for a new standard?
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Suggestions for Developers

● Pay attention to ambiguous file formats.

● If in doubt, let the user choose!

● Keep in mind how re-rooting affects annotated values.

● Raise awareness for the issue.

 



Suggestions for Users

● Pay attention to the options a tool offers.

 



Suggestions for Users

● Pay attention to the options a tool offers.

● If available, use the option to set the desired interpretation.

 



Suggestions for Users

● Pay attention to the options a tool offers.

● If available, use the option to set the desired interpretation.

● Be sure that re-rooting is a valid operation for your type of tree 
and its associated data.
 



Suggestions for Users

● Pay attention to the options a tool offers.

● If available, use the option to set the desired interpretation.

● Be sure that re-rooting is a valid operation for your type of tree 
and its associated data.

● Double-check your results, maybe try other tools, or conduct a 
visual inspection. 
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Time for questions.

http://xkcd.com/835/
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